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24 :Rhizoctonia fragariae Husain et W.E.Mckeen

M. B AR AL A R B M & Rhizoctonia fragariae J& T H H A Fungi, ¥ 5 & [
Basidiomycota, 221 4 Hyphomycetes, JTL#J H Agonomycetales, JCf1 £} Agonomycetaceae, 2 ¥ & J&
Rhizoctonia , HYEZ Ceratobasidium cornigerum ,J& T4 F |7 Basidiomycota, <z B 4 Agaricomyce-
tes, Wl # B Cantharellales, fi $ 7 £} Ceratobasidiaceae, i3 & @ Ceratobasidium
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