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DNA BARCODE APPRAISAL SYSTEM ON CHINESE QUARANTINE PESTS

B[O E+ 37 JH R 5%

tnEE AEEE HET Mt mEsE
[CO! & ITS] [irs) rocl & matk & ITS) [165)

A fastalg A Rw

R T GAC A AT GAT T AAAC AT AAGAC T AL ANGAT GGG AT OO AT T AT AGAAC AT TAGTCT T T T C A GAL AT GT T T AT AAT TAT AL TAAT AR TC AL CACAACCGTATCAT ACAT AATGUTCACCTTAATCLGAA
AT AN AAMMCC AGACGAT TCATACT AGAAGGAC AAATGAT TGAACCAC AT GAACC ATTGC ACCAGC AAT CATCCTTGTAT TTATCGLCATACCATCAC T ACGAC TCCTATACCT AAT AGATGAAGT TCACAMCCCAACACT
AL ACT AMMNGC ACTCGOAL ACC AAT GAT ACTGAACAT ATCAAT ATTCAGACTT TACAAAATT ACAATTCGACTCATACAT AATCCCCCANGAAGAAL AL AACAANGAAL ATTCCGACTACT AGAL ACGOAL RACTGAATC
GTCCTACCAATCAATTCACCAATTCGACT AMTCGTTACAGCAGCAGACGTCCTACACTCATGAAC AATTCCAAGACT AGGGGT AMAMEAGACGCC ACACC AGGACGAC T AMATC AMMC AMGATTCTCARTCAGTCOTCCTG
CTATCCTATATGGAC AT GCTC AGAGAT T TGCGGAGC AMMCCACAGATTCATACCCATCAC AATTGAMMNGAGT ACCAGC AMAAT ACTTTATTAACTGAGT TTC ARAACT ARGAGAGT

R s i

fizygs

D 2012- 2015 SRR U SIR BRONTH

B A1 AR m

FHERE il it = K x ks 1BiE i il E-Value
CYTCS5223- _
i ey Chordata Mammalia Arbodactyla Bovidae Bos Bos taurus 93.18% coll 3.07868e-08
12
CYTCS5229-
Chordata Mammalia Artbodactyla Bowidae Bos Bos taurus 93.18% Coll 3.0786Be-08
12
CYTC5240- "
Chordata Mammalia Artiodactyla Bowidae Bos Bos taurus 93.18% coll 3.07868e-08
12
CYTCA4B896- =
Chordata Mammalia Artiodactyla Bovidae Bos Bos taurus 03.18% COIl 3.07868e-08
12
CYTC417-12 Chordata Mammalia Artiodactyla Bowidae Bos Bos taurus 93.18% Coll 3.078cBe-CB
CYTC4888-
Chordata Mammalia Artodactyla Bowidae Bos Bos taurus 03.18% Coll 3.07868e-08
12
CYTC423-12 Chordata Mammalia Artiodactyla Bovidae Bos Bos taurus 93.18% Coll 3.07868e-08
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GenBank & 3 %

C.acinaci formis B

C.amani: Pl & L, £

C.brunneus

C.curvignathus Ik

C.dreghorni

81, KJ918276, KJ918273, KJ918270.
7. KJ918282, KJ918275. AB005583,
806, KJ918274, KJ918278, AF262610,
840, KJ918250, KJ918338, KJ918337.,
907839, KJ907838, KJ918339, KJ918336,
. KJ918280,DQ367826

923247, JF923246, JF923245

» FJ384634,A)854180, AJB854178

C. frenchi X I 5L F1 8

C. formosanus =)

C.gestrot k%

KJ918320,K]J918302,KJ918322, KJ918343

5425, KU925203, KJ918309, KJ918307,
415, AB626147, AB626146, AB626145,
77, FJ870566, AB109529, AYG683212,
F6820! B8, KC515424, AY027489, AY536403,
236404, T

C515409, 1, KC515408, KC515403, AJ854175,
AJ85417 6, AJ854174, KU925205, (QH94994,
AYS536 114, HQ231233, EF379956, AJ854171,
EUS80: 3953, EF379955, EF379954, EF379945,
EF379 79947, EUB05757, EF379944, JX128695,
JX1280%%, 1384649, AJ854172, AY295078

C.kalshoveni SHEFINEE KU925210,KU925209,A)854168,A)854167,A)J854166
KU925211, KJ918299, KJ918292, AY536410, DQ367840,
C.lacteus P FL sy EU253886, AF220600, F]J806883, KJ918258, KJ918257,

JX144934,DQ367841,KJ918296

C.michaelsen:

KU925212, KJ918326, KJ918349, KJ918348, K]918346,
KJ918316,DQ367839,DQ367838

C.sepangensis %E FE L, 19 &Y AJ854163,KU925214,KU925215

C.sjostedti e 2L B KU925216

C.testaceus CEENEL KU925218,KU925220,KU925219,DQ442102
C.travians R AR KU925221,KU925222,A)854170,A)854169

C.truncatus

KJ918303,.F]818986
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