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R i AF R 3t 12 R IR
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SN/T 2752.4—2011 Ei#FAJ\ME&B
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3 AREBEMEX

SN/T 4283.1 #1 SN/ T
3.1

BREMEEBE food bor

B IR SN  EE R AE BV PR EEN - KHE.
AR FEWRT 12 FE LI Z R (Staphylococcus aureus) YT
B JB (Salmonella spp.) K #F B8 0157 + H7 (Escherichia coli O157 + H7) &% K )& (Shigella
spp.) AR Z= M 4 IO B (Listeria monocytogenes) MEHFE ZE 0T B (Bacillus cereus) /)N 45 W 48 BE /R 7%
K (Yersinia enterocolitica) 3N J& (Vibrio spp.) @IV LYK # (Vibrio parahaemolyticus) 28 LK FH
(Vibrio cholera) 42 J@& (Clostridium spp.) X2 i #1 H# J& (Campylobacter spp.) .
3.2

S EBEEIKE Staphylococcus aureus

WFR“EH ", B T HZ BRI 8 (Staphylococcus) s JpH 2% R BHMEER B 8 6058 HES B 45 520k,
T S, REPILFE, K EHFETEART MO HAREYHERIIENEYPE, Y
HENMEEEYPERN =02 —.
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3.3

WITERBEE  Salmonella spp.

BA L FERER — KB X RAMEBEFE, AR/ 0.7 pm~1.5 pm) X (2.0 pm~5.0 pm) ,
JA AR HRIEREA .

3.4

X BA#F & 0157 : H7 Escherichia coli 0157 : H7

—FE KA. SR ENEERERZ—. BTHARRRAERER, £ KA, L
FHLEMEE, A4 KR Vero B E (V) , hFRVE K IR A B 35 B 3 K (Shiga toxin) , ## 5 & i
PR AT 204 Stx 1 ,Stx [, RHEBEHHHET.

3.5

EWIEKEEB Shigella spp.

— R M AT L BRIV R (0.5 pm~0.7 pm) X (2.0 pm~3.0 pm) , T2, LI, o
WE.ANEKARE. BAMARKENHESORE, 7| A FHERIK.

3.6

B A 4L [CH  Listeria monocytogenes

2 RS R/ 0.5 pmX (1.0 pm~2.0 pm) , HERE , Wismbt [ . % 2 V 7 EHES,
BABR OWERR, I RA LM, JTEZAETERR T RB5E™ERY PR, F 2RIy MU AE |
i HEE 9% 0 BAA% 40 i 3 %2
3.7

HEEZERATE  Bacillus cereus

MFRAN AT B 22 ERBH M B W IR AP AR A R . B AR 4 AR, R o 7, U B B, R/N Y
(1.0 pm~1.2 pm) X (3.0 pm~5.0 pm) , =M, TZHFETARSEYH . EEKER ST LEY
R, FEAER VR R KR
3.8

ING R ERRFRIKE  Yersinia enterocolitica

JBIAFF AR, A L A IR AT, AT AR R R, £FRRKRE N, FERE LT R
FIROK I S Z AL B A5 G IR BRI L, 2 B & /NH S I R FAIMUILAE S5 26 8 £
3.9

INEJE Vibrio spp.

F2 AR ERE DN, 2Y 0.5 pm X (1.0 pm~5.0 pm), N & #1454 . & EFETIEE.
WA S5KAEYE, N BE#FERERANT RARENE MR EEY R WL EF M2 Y.
3.10

BISRM3NE Vibrio parahaemolyticus

NFRERE B TNEE. ZABEER AR REL ARBEK, 3% ~6 0 /K B AR HE,
Xt N Fsh ¥ ¥ # R EE T I R b DL 2 R IR Kk RS MOKREE R AR .

3.1

FEELINE Vibrio cholera

BTINER, v FEE, EFERAE, 7 pH 8.8~pH 9.0 Wi HE A B /KECEFRFPAK R, 3t
430 139 A EAE, Horp O1 B0 O139 B Al 5| R E &L, FERI AR ZUA Kot 75 KK, JET- R E
= B T E PR 1R Y, o 3R A R Sk E AR N
3.12

BB E Clostridium spp.

B R PHYE KA, XN RF AT E R SR EF BT ER . EEZE 8RR, & 85 B 858 6% , B

2
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BRI AR N, T IZAMERER  FZMHA AN ER  WAERESWOAES  HE R 2.
J& T B AT S B R R O ) R I AR T .
3.13

LMW ERE Campylobacter spp.

FERBIETE .S B SIUE A KRR . 2 KA, B&K/M0.2 pm~0.5 pm) X (1.5 pm~
5 pm)  BKHATH 4 N~5 N, F 17 NEFF 6 AR 78 A5 il & A 89 R % 5 25 ih

T 25 Ji 2D A0 K i 25 il T DL i PR R 38 RS (& AR ) L BB L R A Sk L 0 /B
mxnt:
4 GEREIE

SN/T 4283.1 55 By LA KT 51 48 w18 35 T 4% S04
Stx: K ¥ 7 H & 2k 3 & (shiga toxin)

5 EMREHPER

5.1 SEEG = NS GB 19489 1 WS 233 X N A= Wy & 2R,
5.2 SZI A BB PE SN/T 2752.4—2011 ER,

6 FERFMIAF

6.1 FERBH FEEEH AR A GE R R A YIS R4 A S PCR AL,
X 7/Erae oy ENC PR/ 21 € AN ERT - STE8 R
6.2 3 BN R IS0 B LR B R R IR & B B AT R R B TR BUW R LR RS R
AR K51 Y R e P51 2 IR % A

7 wNRE

7.1 HRZERE R

AE NS P RBIEFE 4 DNA, BB A ES B SN/T 4283.1, L Al fK B8 GB 4789.1 LI &
SN/T 1543 /7 X3 b AT G i BE 3 5 R UL R 4 DNA,

7.2 PCR¥ RN

7.2.1 AT R & B AR H U B PR EC B PCR b A R .8l B1THECE 25 pL PCR RN AR .
10X PCR Z ¥ 2.5 pL,dNTPs(£ 5 pmol/L)2 pL,MgCl, (25 mmol/L)2 pL, i & L F sl (&
PCR FHHEXS B (% 5 pmol/IDIBE W 2 pL, Tag DNA BEEE 0.25 pL ARARAZER 5 L (& FEAEXT B
B 1 pL, FERNMEEFELH DNA) ,ddH, O 11.25 pL; IRHIE S HBRUMEH O .

7.2.2 ¥ B PCR W& i A PCR 1L, &% PCR RN /F: B 5 95 ‘CAEME 5 min; K5 95 ‘CAHE
30 5,56 ‘CiBk 30 s,72 ‘CHE{H 30 s,35 MEF; BJ5 72 CHEM 7 min, 4 CHREGEEF; B K U4 HE
BET—20 CHRF.

7.3 WIAMEERTHHEZRE
7.3.1 JFRE R AR FF BRI R AR BRE 45 C.
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7.3.2 HRIe TR A BT T 0 S FLAR L RS L R HE R T M RRIC . R AR S RO EE IR B R
SR A5G 43 BB 100 L B0 A AL AR 45 460 FL v 5 6 37 T A 4 P A S8 S ARAL AL, (5 45 L o 9 2% 52 I
V7 Y4 5 o T R R 2 1R I L TG A 7 A S A T LA I e 0 B SO AR Sk 25 BR .

7.3.3  HUBESH PCR 74 10 pL F PCR 4% 95 Chi#A 5 min. £ PCR XU 2 4 C/g B I BV T
kb .

7.3.4 B ERTAEHEAL IR PCR =4 10 pL J0ACGE A X 7S I £L L I b 2% 52 S o7 8 B B B
R 23X A 45 CL ki R 1 h,

7.4 WARERATREGRN

L 1325, B LN A PRSI 200 pL, 7R R
1 7 B BN LA A, R R S AE

SRk B A

in 5, AT RMALP K. RE

7.4.1 ATV ARG L U B
T 42 52 P AT S B LR 20 s(
2 3, fieJm — R E WA B 3 f
7.4.2 F&RNALH A 106 i 8 G 3
A 200 pL YR, ## & 1 min, T L
BT AR LR AAEOK , DAL BR AR B A .
7.4.3 F&RMALFMA 100 L 5 I 8 min J&5, A TP A. ddH, O ki
AR FHEETF4R R AAEUR I, BT 50 °CHLAR B % IR T
S B SR B AL T AW BRAGRE

7.5 WIAMERTHRERE

K 8 RN B T AR 2 B 2l Sl P 1 il AR A A A R A s AT BE B R
SrHT R R R R IR PR E P 35 B (S K B, Xt 3 1 3R 15 /Y
AT A S EE S

ORIUELE SEIE SN A . BB H 4 R A I E AR R

FHPE s X X X, X X X (I
9 PHMSERMAE

9.1 AU E5 R BH A A RE dh L UE — 2
9.2 #4120 BHPESSE R 5 I 1% KU RE AR PP 1) AH LA 1] 4R 4
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B ox A
(BB M RO
RBEMBFEMALRERSHEMNEX5 M RRT

B IR O R AL A TR R A T AR O B 5 | ) SR AT Ik ALL BR
KAl REMBFREMARERSHEQNEXSMRRS

H 5 4 B 519 AR5 751

& o O A BRI

UITRER

CACGCCATAAT

KB+ E 0157 + H7

P(Stx ] )4

P(Stx ][ ) : TAATGGAGTTCAG,

HHIRE R
LSS S R
P
F
AR 2 AT R "TTCGA
P.TCGTGAAGGTTTAACAGCAATTGTATCAATCAAGCA
F: ATAAAAAGGCACTAAAAGCCTATGCGC
N5 i 48 BB R 25 S R: TCCCAGGAACCATTCAGCGGAA
P: TTGGCTGCTGATGTACTGGG
F:AACTCAAATGAATTGAC
IR R:GGCCCGGGAACGTATTC
P:GCATACAGAGGGCGGCC
F: AACCAAACCTATACCTATGTTCG
il v L 9 R:GGCAATGTATTCTGTCCACACAAA

P: TAAAAACATGTTCTACACCAACA

wl
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R®A (8D
H ¥r 4 FR 5|4 R AR5 T 5
. TGGAGAGAAAAACACTCACTGTGG
EFRLINE :AATGGCTGGTTTGGGTTCCA
. GTGCGGAATCGGCACTGGCGGCAG
:AACTCAAATGAATTGAC
R 8 :GGCCCGGGAACGTATTC
.CTTGCATAGCCTAGAGATA
i AT R :GGCCCGGGAACGTATTC

:CACGTATTTAGTTGCTAA

:AAAACTCAAATGAATTGACGG

PCR FA 4 Xf 8 (16S rRNA) :GTACAAGGCCCGGGAACGTATTCACCGT

:GTCGTCAGCTCGTGTTGTGAAATG

F 38 BH A 3 AR :ATGAAGCAYGTCAGGGCRTGGATACCTCG

F
R
P
F
R
p
F:AACTCAAATGAATTGAC
R
P
F
R
p
P,
P

FoH A it A : TCCTCCAATTTGTCCGGTTATCGCT

E 1. F R L5199, R £R TUrs1 4, P R HEr,

E 2. 519 5 A R B,

7 3. BRAF 53R 20 4 poly (T By &M .

E4: 7P RAEA/GYHREC/T.

5. 22 PHME R AT RO TR AT 22 38 B B o 5 ik AE M E B i 1) CGAGGTATCCAYGCCCTGACRTGCTTCAT,
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7 Al,A5,E1,E5. 2438 BAM: X BRR 4 &5 A2,A4,C1,C4,C5,E2, B4 M/ BBIEAT S A3 BB JE Bl. & & 045
BRE B2 W ITKREE ;B3 KIHFFHE 0157 : H7 Stx[ ;B4 KIH#FHE 0157 + H7 Stx[[:B5: WK EE;C2: 9K
B )R ;C3: PCR PR X FRIR 4T & D1 AR 2= M 4 IR B D2 B AR SF AT s D3 /N 45 R IR /R 2R IR T s D4 B

MR ER ;D5 ZEFLINE - E3. BT E R .
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