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3.4

WEMEASE Quarantine Phoma spp.

¢ b 3 [ %% K R T 2007 4E 5 H 29 B & A A4S 862 B 2 (b e A B 3L [ 2 BT A R
PEAT A 4 & 3 ) % K 06 R S0 25 5 % R (Phoma) ' 5 88 W IR 5 I Phoma exigua
Desmazieres f{.sp. foveata (Foister) Boerema i % 2545 #5 18 Phoma glomerata (Corda) Wollenweber et
Hochapfel , i & 1 i %% 8 Phoma pinodella (1.,K.Jones) Morgan-Jones et K.B.Burch FIfy #& 1 &4 #% 15
Phoma trachei phila (Petri) L.A.Kantsch,et Gikaschvili 31| Jy 3% [E 4% |- ESERO M A FAED .
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PCR 2 DNA 1 OD s, /OD o5 HEAEH R N 1.7~1.9,
6.4 FF§ 8N FF
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M = A
(B R)
DNA 82 F &%

A1 BUE R 224K (500 mg) #1 K # () BB ERCAE 2 mL B.O8 9 .M A 500 pl. 2XCTAB(60 C), #&
T 40 SR B A I W T H 2 40 R BE L K DR R 30 min~60 min, (/R k% iR 2.

A2 fmA 500 pL(1 1. Z%EPBPHEMG-RAECL: D, IBREYS)E (3 min), 12 000 r/min, & .,
15 min,

A3 B EWH A 250 pLC1 ¢ 1, SEAEFD § 055 L EE(24 ¢ 1),12 000 r/min, B0 15 min; 5 1
AR —IK .

Ad HEEHR - MAFEEKES
AS HHULEE .12 000 r/min
A6 FHEWH. A 400 pL 70% 2. B IR H VR B
A7 FEHEM. BRTESS T DNA, 2
A8 TMA 50 pl. 8% 100 pl. X7E K (R

5 mins R KA TE—WK.

FEah KRR AR T — 20 CRAFEH.
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H#r N 7R B
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TUB4ARd ; ( ARACRAAGTTGTC
F, o1 L/ pl
ANTP RS (& 10 mm 0.3
10X PCR & rh i (% 2.5
NADEIE ] 1.0
FADEIE ] 1.0
Taq 8§ 0.2
DNA #i#g 1.0
VE %3 19. 0
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1 4 1 94 5 min
' 4¢3 94 30 s
ik 48 30 s 40
i fif 72 1 min
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£ C1
GenBank $F ¢ %
R SR LR 3 Res #E F
ITS TUB
Ascochyta pinodes CBS 159.78 Pisum sativum Iraq GU237786 | GU237569
Ascochyta pinodes CBS 285.49 Primula auricula| Switzerland GU237823 | GU237571
Phoma americana CBS 185.85;PD 80/1191 Zea mays U.S. A, F]426972 FJ427088
Ph ' s ki s Glyci U.S.A FJ426974 | FJ427090
oma americana T | m ' i -
ATCC 44494 il
Phoma anserina CBS 360,84 Potatoflour Netherlands | GU237839 | GU237551
Phoma anserina CBS 363.91;PD 79/712 Pisum sativum Netherlands | GU237840 | GU237552
Phoma arachidicola |CBS 315.90;PD 80/1190 Arachis hypogaea| Zimbabwe GU237827 | GU237553
Ph hidicol G AN RS N Arachis h South Afri GU237833 GU237554
oma arachidicola rachis t
IMI 386092; PREM 44889 T L e,
Medi N
Phoma aurea CBS 269.93; PD 78/1087 e = GU237818 | GU237557
pol ymor pha Zealand
Phoma bellidis CBS 714.85;PD 74/265 Bellis perennis Netherlands | GU237904 | GU237587
Phoma bellidis PD 94 /886 Bellis sp. Netherlands GU237923 | GU237581
Medicago
Phoma boeremae CBS 109942 = ; PD 84/402 littoralis CV Australia FJ426982 FJ427097
Harbinger
Phoma calidophila CBS 448.83 = Soil Egypt FJ427059 FJ427168
Phoma calidophila PD 84/109 Cucumis sativus Europe FJ427060 FJ427169
Undefined food
Phoma calor preferens |CBS 109.92 » ; PD 73/1405 RO % | Netherlands | FJ426983 | FJa27098
material
Ph ; f CBS 630.97; ATCC 96683, Heterodera USA GU237925 | GU237560
oma calorpreferens A, o
g IMI 361196 ; PD 96/2022 glycines ’
Phoma caricae- papavae |CBS 248.90 Carica papava Chile GU237807 | GU237680
Phoma caricae- papayae |PD 06/03082531 Carica papavya Brazil GU237912 | GU237681
Phoma clematidina CBS 102.66 Clematis sp, U.K. FJ426988 FJ427099
Phoma clematidina CBS 108.79 = ; PD 78/522 Clematis sp. Netherlands FJ426989 FJ427100
Phoma coffeae-arabicae |CBS 123380 = ; PD 84/1013 Co ffea arabica Ethiopia FJ426993 FJ427104
Phoma coffeae-arabicae | CBS 123398;PD 84/1014 Co ffea arabica Ethiopia F]1426994 FJ427105
Phoma crinicola CBS 109.79; PD 77/747 Crinum powellii | Netherlands | GU237737 | GU237489
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GenBank % 3¢ &
iRy R ER7 % R & F S b
ITS TUB
Phoma crinicola CBS 118.93;PD 70/195 Crinum sp. Netherlands | GU237758 | GU237490
Phoma destructiva var. |CBS 133.93;PD 88/961; IMI Solanum . 1 ;
. (Guadeloupe GU237779 | GU237602
destructiva 173142 [ycopersicum
Phoma destructiva var. ’ .yco persicon : ; )
CBS 378.73;CECT 2877 Tonga GU237849 zU237601
destructiva esculentum
Phoma destructiva var,
CBS 162.78;PD rlands GUZ237788 GU237600
diversispora
Phoma digitalis CBS 109179; PD 90/835-1 erlands GU237744 GU237604
New 4
Phoma digitalis CBS 229.79; LEV 7660 GU237802 | GU237605
Zealand
Phoma dimorpha CBS 346.82 » untiae sp. Spain GU237835 | GUZ37606
Phoma draconis CBS 186.83;PD anda GU237795 U237607
Phoma enteroleuca var. |CBS 142.84; PD
il i rlands JF740214 KT266266
enteroleuca CECT 20063
Phoma enteroleuca var. | .
CBS 831.84 ermany JF740215 KT266270
enteroleuca
Phoma
CBS 143.84; Pl rlands JF740228 KT266267
enteroleuca var,
in fiuorescens CECT 20064
Phoma enteroleuca var,
PD 73/1382 'rlands JF740229 KT266273
in fiuorescens
CBS 173.73 = ;A " ’
Phoma e picoccina U.S.A. F]426996 FJ]427107
IMI 164070
Phoma e picoccina CBS 132.96 = ; PD 93/853 Rhinanthus major| Netherlands GU237778 | GU237550
Phoma eucalvyptica CBS 377.91;PD 79/210 Eucalyptus sp, Australia GU237846 | GU237562
Phoma eucalyptica CBS 508.91;PD 73/1413 Water Croatia GU237878 | GU237563
Solanum ’
Phoma exigua CBS 431.74;PD 74/2447 Netherlands FJ427001 FJ427112
tuberosum
Phoma exigua CBS 101150;PD 79/118 Cichorium intybus| Netherlands GU237715 | GU237495
P} rig sp. |CBS 109176;CECT2828 Solanum
PR : I e Bulgaria GU237742 | GU237508
foveata PD 94/135%4 tuberosum
Phoma exigua f.sp. CBS 341.67; CECT 20055; Solanum : :
_ U.K. GU237834 GU237509
Sfoveata IMI 331912 tuberosum
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V) Fh 2 FR

LR7 3R

GenBank T #5

| ITS TUB
Phoma exigua var, CBS 101194;PD 79/687 ; IMI Phaseolus
: . Netherlands GU237716 UJ23749
diversis pora 373349 vulgaris p——— I o TR
Phoma exigua var, CBS 102.80;PD 79/61;CECT Phaseolus
aying Keny: GU237725 | GU237492
diversis pora 20049;IMI 331907 vulgaris - l r et
Phoma exigua var, —— L
: . CBS 101197;PD 9 lands GU237718 zU237493
forsythiae
Phoma exigua var, ala
_ _ CBS 101213;PD 9 lands GU237723 (>U237494
| ur.hj.'.l"h 1ae
Phoma erigua var, e
CBS 101196;PD 79/176 France GU237717 | GU237496
heteromor pha
Phoma exigua var, =
CBS 443.94 (-U237866 GU237497
heteromor pha
Phoma exigua var, gt
| CBS 569.79;PD 7 lands | GU237892 | GU237498
litlacts
Phoma exigua var. ¥
— CBS 114.28 herlands GU237752 | GU237499
linicola
: |CBS 116.76; ATC
Phoma exigua var, | )
i | CECT 20022;( ands | GU237754 | GU237500
linicola
IMI 197074
Phoma exigua var. o2
_ CBS 100353; P ala GU237710 | GU237514
noackiana
Phoma exigua var, - : seolus
: CBS 101203;PD 7 mbia GU237720 | GU237515
noackiana ulgaris
Phoma exigua var, =" - Populus (x
: CBS 100167 = ; PD 93/217 _ Netherlands GU237707 | GU237501
populi euramericana |
Phoma exigua var, e _ '
CB5 101202;PD 82/942 Salix sp. ! Netherlands GU237719 | GU237502

populi

Phoma exigua

vihurm

Phoma exigua

vrhurni

VAT,

var.

CBS 100354; PD 84/448

Viburnum opulus

CBS 101211:PD 93/838

Viburnum sp.

Phoma gardeniae

CBS 302.79;PD 79/1156

Air

Netherlands

U237711

U237506

Netherlands

Yt

GU2377;

o

[

GU237507

Netherlands

.-'J'L'n t | |r.-‘.

F]427002

FJ427113
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GenBank % i &
¥ 2 FR WSS #HE P S
ITS TUB
. Gardenia .
Phoma gardeniae CBS 626.68 = ;IMI 108771 S India FJ427003 FJ427114
jasminotdes
: Indoor
Phoma glomerata CBS 464.97; MUCL 9882 _ Netherlands FJ427012 FJ427123
environment
. Chrysanthemum
Phoma glomerata CBS 528.66; PD 63/590 Netherlands FJ427013 FJ427124
sp.
Phoma hedericola CBS 366.91;PD 70/811 Hedera helix Netherlands GU237841 GU237510
Phoma hedericola CBS 367.91;PD 87/229 Hedera helix Netherlands | GU237842 | GUZ237511
Phoma herbarum CBS 502.91;:PD 86/276 Nerium sp. Netherlands | GU237874 | GUZ237613
CBS 615.75:PD 73/665;IMI )
Phoma herbarum 189778 Rosa multiflora | Netherlands FJ427022 FJ427133
Phoma huancavyensis |CBS 105,80 # ;PD 75/908 Solanum sp. Peru GU237732 | GU237615
_ ) Cheno podium )
Phoma huancayensis |CBS 390,93;PD 77/1173 ) Peru GU237857 | GU237616
quinoa
Phoma humicola CBS 220.85 Franseria sp. U.S.A, GU237800 | GU237617
Phoma intricans CBS 113702; UPSC 1843 Salix cinerea Sweden JF740225 KT266271
Phoma jolyana CBS 463.69 Mangi fera indica India FJ427026 FJ427136
Phoma {lini CBS 253.92 tank U.5.A. GU238221 KT266268
L ycopersicon
Phoma [vycopersici e Netherlands | GU237848 | GU237512
CBS 378.67;PD 76/276 esculentum
- . L ycopersicon )
Phoma {ycopersici CBS 109172;PD 84/143 Netherlands | GU237739 | GU237513
esculentum
) Mercurialis
Phoma macroca psa CBS 640.93;PD 78/139 : Netherlands JF740237 JF740156
perennis
Phoma macrostoma var, Acer _
CBS 223.69 Switzerland GU237801 GU237623
incolorata pseudoplatanus
Phoma macrostoma var, | , .
_ CBS 109173;PD 83/908 Malus sylvestris | Netherlands | GU237740 | GU237624
incolorata
Phoma macrostoma var, :
CBS 529.66; PD 66/521 Malus sylvestris | Netherlands GU237885 | GU237625
macrostoma
Phoma macrostoma var,
CBS 482.95 Larixr decidua (zermany GU237869 | GU237626
macrostomd

10
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= C.1 ()
GenBank ¥ #8
LR [LEZ 3R HE * b
e TUB
B CBS 259.92;IMI 286996 ; PD Matteuccia d
Phoma matteuciicola . ‘ Canada GU237812 | GU237627
91/272 struthiopterts
‘ CBS 110.79;PD 65/8875; 3
Phoma multirostrata Cucumis sativus Netherlands FJ427030 FJ427140
MUCL. 8247
Phoma multirostrata |CBS 274.60 » ;IMI 081598 Soil India FJ427031 FJ427141
Phoma narcissi PD 92/1460 Sprekelia Netherlands FJ427041 FJ427151
Phoma narcissi CBS 251.92;PD 86/1145 Nerine sp. Netherlands FJ427038 FJ427148
Phoma negriana CBS 358,71 Vitis vinifera (Germany GU237838 | GU237635
Phoma negriana PD 79/74 Vitis vinifera Netherlands GU237916 | GU237636
. e g Actinidia New i
Phoma nigricans CBS 444,81 = ; PDDCC 6546 GU237867 | GU237558
chinensis ZLealand
2 2 Actinidea
Phoma nigricans PD 77/919 i Unknown GU237915 | GU237559
chinensis
Phoma obtusa CBS 377.93;PD 80/976 Daucus carota Netherlands GU237847 | GU237565
Phoma obtusa CBS 391.93;PD 80/87 Spinacia oleracea| Netherlands | GU237858 | GU237566
Phoma pedicularis CBS 390.80;PD 77/711 Pedicularis sp. Switzerland JF740224 JF740155
Phoma pinodella CBS 318.90;PD 81/729 Pisum sativum Netherlands FJ427051 FJ427161
_ : Tri folium
Phoma pinodella CBS 531.66 U.S.A. FJ427052 FJ427162
pratense
Phoma plurivora CBS 284.93;PD 75/907 Medicago sativa Australia GU237822 | GU237646
. . . . New ~
Phoma plurivora CBS 558.81;PDDCC 6873 Setaria sp. GU237888 | GU237647

Zealand

11
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F& C.1 (&)

¥ Fh 2 i

0

o E

*

GenBank ¥ 3 &

12

ITS TUB
Phaom morum var. |CBS 539.66; A’ TCC 16791 Polygonum ’
P . e Netherlands | FJ427056 | FJ427166
pomorum IMI 122266 ; PD 64/914 tataricum
Phoma pomorum var. |CBS 285.76 » ; ATCC 26241; Heracleum _ Re =3 - »
. Russia FJ427053 FJ427163
circinata IMI 176742; VKM F-1843 dissectum
Pl ar. |CBS 286.76; A ’
1oma pomorum var 1.10 et F1427054 F1427164
circinata IMI 176743;V
Phoma pomorum var. | - _ . . i
CBS 388.80 * s PREM 45736 uth Africa FJ427055 FJ427165
cyanea
T : : : .
Phoma poolensis CBS 116.93;PD 71/8 : Netherlands GU237755 | GU237649
1l J s
Phoma poolensis CBS 113.20;P nknown GU237751 GU237650
Phoma protuberans CBS 381.96; P herlands GU237853 GU237574
CBS 109177; LEV 15165 PD New i s - —
Phoma rhet GU237743 GU237653
2000/9941 Zealand
CBS 629.68 » 48 P , _
Phoma saminici-nigrae therlands GUZ37897 GU237517
IMI 331913;
o o lanthus . - — : .
Phoma sancta CBS 281.83 e h Africa F]427063 FJ427170
[tissima
sledit Bl .
Phoma sancta LEV 15292 . nknown FJ427065 FJ427172
riacar
Phoma strasseri CBS 126.93;PD Mentha Netherlands GU237773 | GU237518
Phoma subglomerata |CBS 110.92;PD 76/ 1( Triticum™sp, U.S.A. FJ427080 FJ427186
Phaoma subglomerata |PD 78/10890 Zea mayvys Unknown FJ427081 FJ]427187
Phoma sydowii CBS 385.80;PD 74/477 Seneciojacobaea UK JF740244 JF740157
Phoma sydowii CBS 125976; PD 84/472 Seneciojacobaea Netherlands JF740245 JF740158
Phoma tarda CBS 119730 Co ffea arabica Brazil GU237759 | GU237504
i< CBS 109183 ; IMI 300060; o | T SHh S
Phoma tarda Co ffea arabica Cameroon GU237748 | GU237505
PD 2000/10506
Phoma telephii CBS 109175;PD 79/524 Sedum spectabile | Netherlands GU237741 GU237520
Phoma telephii CBS 760.73;PD 71/1616 Sedum spectabile | Netherlands | GU237905 | GU237521
Phoma tracheiphila |CBS 551.93;PD81/782 Citrus limonium Israel JF740249 KT266269
Valerianella _ o : 2
Phoma valerianellae |CBS 273.92;PD 76/1019 ; Netherlands GU237819 (U237705
ocusta
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GenBank £ # 5

LR ER LR ¥R @ + * I i
ITS TUB
Valerianella
Phoma valerianellae |CBS 329.67:PD 66/302 locusta var, Netherlands GU237832 | GU237706
oleracea

- CBS 145.84;CECT 20059;PD Veronica ‘ - ,

Phoma veronicicola Netherlands JF740254 JF740160
716/273 chamaedrvyoides

Phoma veronicicola CBS 126583;PD erlands JF740255 JF740161
Phoma wasabiae CBS 120119 iwan JF740257 KT266272

Phoma zeae-mavdis

CBS 588,69 «

i*: ATCC;American Type Culture Coll
CBS:Centraalbureau voor Schi
CECT :Coleccién Espanola de
IMI; International Mycological
LEV:Plant Health and Diagn
MUCIL. : Mycotheque de 1’ Uni
PD:Plant Protection Service, Wageningen,the Nethe
PDDCC,; Plant Diseases Division C
PREM : National Collection of
UPSC ; Umea Plant Science C
VKM All-Russian Collectio
BAWEAERES (<) IRE.

U.5.A.

F1427086

FJ427190

t, The Netherlands;

aland;
Africa;

m Lane,U.K.;

Weuve, Belgium g
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