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B

GT/T 39367CIRIMS IR 3G R G0 3 I B A A 00 R 2568 2 DA I A P AR AN 36 2 )i R e DA
o 4, -

55 1 Ryl R ORIE R X

A4 GB/T 39367 5 1 #B4) .

AT IR GB/T 1.1-—2009 245 Hy 09 HL )2 %,

AR A AE FH B PR L S5 [ SR B 1SO/ TS 17822-1: 2014 R AMS Wik 56 2R 45 5 B 80 A W 4 ) 1 248 5
IR ER MG B0 RT3 1 4% . 38 F 2ok ORIERE ).

5 AR 53 v RS 5 T [T s S A — B0 % 7 6 2R Y e ST N T

—YY/T 0287—2017 [EJrdetk FEEHAR M TEMENZERASO 13485:2016,1DT),

T VE B SO B A R BRI S B R, 78 ST 2 A AILAG S 7P TR 1 3k 2 L 1) 1) B4

AR 43 vh 4 ] B I PR 50 52 50 25 FUR SN2 I R G AL R 22 0 25 (SAC/TC 136) IH 1,

AR A3 BB AL 5T BT RS AORE 50 T b B A A T B SO ] ol TR KRR R R
FRZS F) Lo Ll K A 3k e i R A A BR 2 ]

ARFR Gy EBGR BN ACER S VRN E T ERE
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51

T

BEF AL (1 PR SN2 Wi K 50 R 7 B AR TR 56 S 2 v AR 0 DA 1 ARG I R S L Ik S A 0 R Y
Xt F A IS By B 3% 10 TG S AR 0 A (8 . 5 R 3G ARSI 42 R (o F-12 W) 7R SN2 Wk 50 B2 T3 1) 30 3
HEJE T2 S5 A DG I £5 A, 2 WS % SCk[35 .36 1.[37]1.38].[39].[41F1[42].

ISO/TS 17822-1 X F T NARFEZA b3 A5 s T A4 4G 00 R 68 5 1) A 1112 W A% R A M A 36 A% I 19 A
FMEA AT T A2 R E S T B & RN R i 8 R

RS PCR K 30 R 738 B A5 = A5 B8 . (D BE Sl il A R R B2 100 (2) R RR ™ 1 5 (3) A% R A I A1
BB . TR RS R R B B B 12 5 i (U2 PCR™) BRI IF A T 9718 46 38 b, £ 5 PCR NIPKE
BARGEHITTES.

F T A R A 36 3 R A 0 B2 2 M AR R 0 B R L T B LR R R R R R L R
S IGUALEE 43 AT FTIGE PR B 0 i 7 A P U B 1 SO A | B 2 S G T 1 1 T L3 24 Y B A R E Y Y
S | 5 2 ST A8 7 S PR T A 1F R X BE AR AR 5 B E L DA B XU B B

5 A RIS Wik 50 FE Y — B VR N T B G R 00— 35 43« 5 EIE B 3 A% 2 11 4G 90 A% ) 36 G JHL A
AR G P 38 . SR ARG 00 R 6 7 B o LIS, T B S R 96 A B M BE R A . I DA 2 B AR A T AR 0 I IR
TIE 8 SF 1 2 06 F o A5 DAy X R0 3 1) 25 A AR XU, o o8 P 8 B S A SR A L T R A R o R
WERR T .

FEXF SR E R AR HEAT A 56 22 R RS0 R R A IE AR PR T L R 2 L 7 S PR SR AT R
TE o B RLZE L E 48 UE B 56 F a1 G 56 R P 8 0 ) MM S 50 5 5 TVD i) 1 B RS A B 2R 2 50 50 % Al g .
TEX — 85 2 J5 o % R 0 2 e 0 Al 08 B mT 2R 58 U L 58 UF L0 A i A/ s R 3% B A5 5 AR 1E T
LU 3 A9 BT PPAG 15 050 AT BRSO AT T AU
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RSMZET IR R fRIEMEY RN
EEAZBEEEMIEIERF
F 18 - BRER KNIEFMEX

1 SeHE

GB/T 39367 MAHR 433 F T

ARSI S E NS AR A e kA e AR T K R T AR 1Y S PR AR 2 W A 36 R Y AR AR 12
W 5 7 25 A A 2 I 2 S G R S 50 & 5 DA

AR E N BRAS e i el A e AR T AT R T AR () R A2 W R B 1 R A SR

A AEHT

T AR N S AR S ME B A% TR A 56 5 1k

— TR E RIS WK R T

2 MEMSIAXH

T H S XS T A S B R AT A P T A 5 L SO A BB RRAS & T A S
1o FURATE BIB9S SO, HoBom A CBLEE BT A 48 i) 38 T4 SCfk

GB 197812005 PEZ#5EE 242K (ISO 15190:2003,1IDT)

GB/T 22576.1—2018 [EE2:5C0 = FUatMAE I MZER 55 1 &4 8 2K (ISO 15189:2012,
IDT)

GB/T 29791.1-—2013 RSP Er BRI T de bl HldE i dR Bt (5 B (BR ) 55 1 3840 Rk e XA
1 A E SR (1SO 18113-1:2009,1DT)

GB/T 29791.2—2013 KSMSWTEEST &bl HIE MG B e 5 2 35 Lk kS 2
Wik 7] (1SO 18113-2:2009,IDT)

GB/T 29791.3—2013 {ASMZIr BRI &bl G A E B () 56 3 &4 Lk ik Sb 2
WA % (ISO 18113-3:2009,1DT)

YY/T 03162016  BEJFREHE KUBS4S BT B2 97 2 AR A9 7 FH (1SO 14971:2007,1DT)

YY/T 1579—2018 {RIMSUTEEST dstlk RSN 2 Wi FnlAe & M PP (ISO 23640:2011,1DT)

ISO 13485:2003 [Eyr#stl FiEEHMAR T LA Z R (Medical devices—Quality man-
agement systems— Requirements for regulatory purposes)

BIPM JCGM 200:2012  FEPritE4#30C AR & A R 3 (VIMD , %5 = Mt International

vocabulary of metrology—Basic and general concepts and associated terms(VIM) ,3rd edition ]
3 RiBFMEX
GB/T 29791.1—2013.YY/T 0316—2016 . ISO 134852003 Fil BIPM JCGM 200.2012 FL5E ) LL K

TANAREFIE GE H FA S,
. BV GB/T 29791.1—2013 BYAIE FE AL 26 T HoAth Sk I,
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3.1
¥ iE7=4 amplification product
J#F amplicon
HH ARy 3 B A R P )
7 PCR RV =25 M4 38 7 R SUE DNA; 3 TR 790 (19 5 9 I (NASBA) 3 % 54 5 19 37 3 SR (TMAD 7= A
B3 FE R AR RNA,
3.2
Sr#TMEBE  analytical performance
o 6 A P N - s U R S 0 AT ) B RE T
[k . GHTF/SG5/N6:2012,4.4.1, A &2k ]
FE 1 S0HTPE R AT R BEIE ST e s L KR S R T PR AR A A2 I G 6 AR R I B T A T Y BE T
FE 2 ST RRRRAE VT UG A0 0T R K Y BR A R S (T S S ORI L TR B R S bk
3.3
SR M analytical specificity
W5 R G5 (1 RE 7 I HE 58 0 B T X — 4> 5 22 A Bl 45 1 0% 00 6 45 SR A MO o A SR T 4
320 Y ZR G0 T AT ] HoAth o
[RUE:GB/T 29791.1—2013.A.3.4]
1 BZ MR R R O AT TS I GB/T 29791.1--2013,A.3.2)
E 2 SRR AL A R B BT R S R T RE R B TR U N (B L GB/T 29791.1—2013,A.3.12)
3 TR R AR SR RN N S 12 W R R MR M (2 GB/T 29791.1-—2013,A.3.16) .
4 X FI%ME A BIPM JCGM 200:2008 fii Fl T 2648 1 1 4 4 7 4k
S XTSRRI TR R VR T3R8 5 2% 07 1k — B0 B 45 SR 1 RE
3.4
BN annealing
FERR A8 550 T R B A Y 2 28 b R L B0 . 51 sl iR T 5 AN B AR R ST AN A A
[k ¥R . 1SO 22174:2005,3.4.15]
3.5
R AME clinical accuracy
L ERHE diagnostic accuracy
Ry 30 5 27 ) Ay 36 8 DX AR A 1Y 100 1) B 8 RO R 15 O 1 B8 3 T
[k 5 : CLSI EP29-A]
FE VI PR R T e % A A N R R 0 R R S
FE 2 I PR M 2 AR R 1 SRS SR IR B S 0 . A BT 5 R A T R A R T I I A o T 4 B
PR SR R AR I T
3.6
R EM clinical evaluation
Ry 38 5 27 ) XoF I DR G408 328 A7 DPAG A3 T 5 LIS UE A S8 W A6 40 B2 1 1) G IR 42 4 1k R 38k
RIE . B F GHTF/SG5/N2R8 ;2007 ]
3.7
RIEYE clinical evidence
Rz 5 1% 2 ) TR ) e — R o i B Bk 22 e fvERe T A 5 2 .
[k : GHTF/SG5/N6:2012,4.2, 4 &2k ]
FE 1 PR UE 8 SRR T A 3 TR A2 WA 56 B 1 A AT I A 9 A ST 5 4 R L R SR v A A 0 A DG B 5T 1
R ULIE R R BR KRB HADNG R 258 IR R #HHR5 .
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2. W RUESE FF 30 HE TVD B 57 B4 1A , A6 AT AT 56 T 150 4% sl B0 B2 I 1A 8k 2 00k 0 M R A 75 1
3.8
R MEBE clinical performance
Ry 30 B 27 ) (AR SN2 W Ay 36 e 77 A 140 R A T DR 2% 2 0 A BHUIRZS A DG i 45 21 5 H b AR Ao i P
— RS .
[k : GHTF/SG5/N6:2012,4.4.2, A &4 ]
FE Ve I PR RE R A R UM AR BN (GHTE) X H R 22 LA [ bR B 57 &% B B 18 32 (OIMDRT) AT 48 — R ik, B4R
A H R A 12 W N R A R
2 KT PR 2 B A A A AT T b, 2 TR A I ARG 56 19 4 SR R A S L R P B L B A 4
3.9
MR RBIE clinical sensitivity
LETRBE diagnostic sensitivity
R 30 = 2 ) AR 2 W A 30 8 e AT LA TR il 5 R 2 20 BOIR 2SR DG 1Y H AR s R WA ZE I BE ) o
RV :GB/T 29791.1—2013,A.3.15]
1 7E B BRAR AR E AR R B P O BRI TE AR
2 W R UL LA B R R/ BOR LL 1000 . BL 100 X< BB A% 20 CTP) [ ARG B P B 2 CTPY fin 1 B FA 7
EHCFND I AR5, 50 100 X TP/ (TP+FN) o i+ 5JE T MAEA X 5 HUBC— A FE i BT 823
E 3. HARRA L TS A IR T AR i X
3.10
g R4 M clinical specificity
LHTYF R % diagnostic specificity
Ry 38 = 27 ) (AR A2 W A 36 8 e AT LA TR 4 2 6 9 RS AH G 1 B AR AR & ) AN AE I BE T o
[k .GB/T 29791.1—2013.A.3.16]
1. 7E H AR AR R TR E RO RE b e SO A A E
2. IR L E 4340 R E CBUE B L 100D . L 100X ZL B (20 CTND Bk A EL B #: 6 4 CTND Jin 1= 4% FH
PEEECFP) AR, 8 100X TN/ (TN+FP) . Wit 536 T M3 G B — AR 1 B 9T 0T
3. HARIR ST TR A I R T bR v S
3.1
EARFE clinical utility
Rz 56 1% 27 ) AR A2 W RS 36 485 SR 1) 580 FH DA B o) J8 38 R0 (0 )32 N HE R M (B
[k .GHTF/SG5/N6:2012,4.7 , A & 8]
FE = I AR FH 3k S R R 3 R B I PRSI 091 0 A 8 3R 9 B T Bl SR
3.12
H4M DNA complementary DNA ; cDNA
FEW G SR ARAE T A U 5 45 8 19 RNA B AN BEE DNALYER G 5L DNA 5 U1 B .
3.13
S4Y  contamination
AR U A B4 RS9 5T
3.14
G52 1E cut-off value
R 38 = 27 ) FH T S R i VB S S0 TR 52 0 IR s DN i A7 A 5O A7 7 10 5 BRI BB
FE 1 WU A5 SR T AR B A g i B T IS T P A R 2 B
FE 2 W Ah S T R TR R R
E 3 I AL A B A K B A0 12 I R S S R AU
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(B .GB/T 29791.1—2013, % ¥ A.3.13]
3.15

oM denaturation

T IR B kA8 43 BT 0 ) 45 4 T RE L BB AR 1 W RN/ S (A ) RS AL EE

[k . 1SO 21572:2013,3.1.6]

. DNA (725 ¢ S5O0 DNA 535 4 HidE DNA,
3.16

BEZEZET=BE deoxyribonucleoside triphosphate; dNTP

S AR S BER (dATP) B A M =W R (dCTP) i & 3 47 =W R (dGTP) | i % W =
iR (dTTP) F1 /S PR 1 =852 (dUTP) M

[R5 . ISO 22174:2005,3.3.7]
3.17

W HPR detection limit;limit of detection

FHT 475 7 0 T I A ) % I A o A8 308 P R B 0 S5 P A AE R A A R o, A R ML
FRANAEAEIZ A AR B

[k . BIPM JCGM 200:2008,4.18, f &2k ]

e RS BT R AR A I TSR A PR (R B AR R SR A . 25 BB L GB/T 29791.1—2013 1 A.2.7

FlA.2.8,

2. 703k TR B0 M 5 R oh K B A 7 T B 0 S A TR R MR W Y A R P B AR B 0 9 IS
f1) Ve JBE A

(k96 . 1SO 22174:2005,3.1.8]

3.18
REAZPERZEE  deoxyribonucleic acid; DNA
PIBUEE (dsDNA) 85 B % (ssDNAD JE S AEFE I AL BERZ T IR R AW .
[k . 1SO 22174.2005,3.1.2]
3.19
PCR F DNA 2 &% DNA polymerase for PCR
E AL DNA B B i H44 i
(3K . 1SO 22174:2005,3.4.17]
3.20
DNA il F DNA sequencing
7€ DNA 53 Hpil i OFE e | 55 WS | 6 s I | g Jig s 1 ) P 14 5 9
P A — BN 5T I IR A .
3.21
E &N equipment qualification
3 ok A A 0 3R ST B A TE B Y 152 A 4 B S SR B a8 1) R IE B 2 3 FB AT
3.22
SMH-IERTER  external amplification control
DAHA 5 £ P8 DU N 3] — 15y 79 268 1 42 OB 2 b i 6 B DA AR Sy 2 37 B I 19 4 156 X6 |
[k . 1SO 22174:2005,3.5.3.2]
3.23
Em@I{EH forward work flow
BEI{EH unidirectional work flow
CR 55 B2 2 okt / i A0 B T 000 FH 0 O D 46 4 o 45 Ak 3G 0 R (L8 9 3 /5 19 DNAD TE %
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A 50 3 e v PR PR R
[R5 . 1SO 24276:2006, 4 13k ]
3.24
Z+%X  hybridization
FEIE Y SN S5 N B AMZ IR Y 5 FE SR A5 G i R
[k . 1SO 22174.2005,3.6.3]
3.25
%7 identification
T R o T8 M R 565 I X 4 1) o
L EEET R S 56 P B E S BB TR B AR R T ) SR M L AR
3.26
A3 1E3FTEE  internal amplification control
B 2 B B DU BRY B 0 DNA B0 844 PCR B AR Z& /i %) 18 DNA L, 1E B 38 52 W 19 P9 356
X AR,
[RIR . 1SO 22174:2005,3.5.3.1]
3.27
PCR R B & mastermix
B H AR DNA FIXS A HAL PCR B Y
[k VR . 1SO 22174:2005.3.4.18]
3.28
% & PCR multiplex PCR
i Z X 51947 1) PCR i .
[k . 1SO 22174:2005,3.4.11]
3.29
BAMEIRENXTER  negative extraction control
JRENZ=H extraction blank
S 5 W TR B 4 3505 25 R 10 A A8 P G 000 R s g X R
(R 1SO 22174 :2005,3.5.4 ]
3.30
B PCR Xt B8 negative PCR control
TETCAT A PCR i 50 19 25 440 T o LA e R /K A AR 64T Y S i
[RIR . 1SO 22174:2005,3.5.6]

3.31
BAMEIEF2XTER  negative process control
WA B9 TG B BRSO AR i I AR A Rk R B 2R AE 4 A R Y I A B B

A1 B TR AR I A AR R AL SRR R A B AR TR R Y

E 2. M5 1SO 22174:2005,3.5.2,
3.32

EE4ME noncomplementarity

Pi 2 DNA 8¢ RNA J7 81 JC i 78 7 51 1) B A7 R B 1] P47 BE R
3.33

%EREE nuclease

VA% TR 5% e ST /N ) A TR BRLASE 1) 6

(921
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3.34
% EREEINFIF  nuclease inhibitor
00 1] A2 TR A 4 P ) ) DB
3.35
#%® nucleic acid
b IS A EHSE ey SN
[k ¥R . 1SO 22174:2005,3.1.1]
. ¥R DNA Fl RNA W25,
3.36
#%E R BN  nucleic acid extraction
A A= Wy o b o3 B AR
e — RIS AL R HEAT B O3 AT
3.37
#%E 5|4 nucleic acid primer
FATE DNA S5 Bl F1 = BRI I A% M AZ 1 R I, 5 H. AN DNA 731 24 52, /E 8 DNA & Ut fh s 1Y
Rk .
3.38
ZESS| M E(H  nucleic acid primer extension
FESIYIF 1 3" g A B 158 SR A% 1 R JE BT DINA 5 () 7l 412 S I ot 72
[k . 1SO 22174:2005,3.4.16]]
3.39
#ZE ¥R %t nucleic acid probe
i3 2 A2 A I H AR AL R AR IC B & T IR 7 1.
[RUR . 1SO 22174:2005,3.6.1]
3.40
#Z%ZE& 454¢. nucleic acid purification
i DNA /50 RNA B0 4l (i 72
[k . 1SO 22174:2005.3.2.2, 4 &4 ]
3.41
BEE5% KA polymerase chain reaction; PCR
RSN 18 DNA [ RGAE 5207 o 72
[RIF.1SO 22174:2005,3.4.1]
3.42
PCR % DNA PCR-quality DNA
BA R AR R H T PCR ROV Y DNA AR,
[RE . 1SO 24276:2006,3.2.3]
3.43
PHE PCR XFHE positive PCR control
% 1 m P DU H AR R 9 PCR OB
[k ¥R . 1SO 22174:2005,3.5.5]
3.44
PHMETFEXTER  positive process control

T AT R RO RE i, AL B s 5 R I R S AR T .
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[k ¥R . 1SO 22174:2005,3.5.1, 4 &k ]
FE R TRCRR MRS 30 Ao R A R A R A R A TR SR IR
3.45
iR B  reverse transcriptase
E A 300 5 S 1) g
[k . 1SO 22174.2005,3.3.2]
3.46
PFEE R reverse transcription
TE T FAZAERLT WA TE S o N 300 5 S W A0 300 5 S 5 1 ) N RNA B 5 1 DNAL
[k U - 1SO 22174:2005.3.3.1. A &k ]
3.47
ZHEIZEREE ribonuclease
WA RNA FTG
[k VR . 1SO 22174:2005,3.3.3 ]
3.48
¥ HERZBEREEINHIF  ribonuclease inhibitor
90 A A R ik 4 ) ) 5
[k U5 . 1SO 22174:2005,3.3.4]
3.49
#% 1B B RNA ribonucleic acid
PABURE 8 545 A2 XA AT IR B 1
[k ¥R . 1SO 22174:2005,3.1.3]
3.50
PEEREESHP NN reverse transcription polymerase chain reaction; RT-PCR
H RNA 5% 5% 8 cDNA FI PCR #7389 25 [ 41 B 19 5 1%
[k U 1SO 22174:2005.3.4.2. 4 1k ]
3.51
RT-PCR Z% RNA RT-PCR quality RNA
AT RS 2R A B T 300 SR 23R 5 AR S Y RINA AR
[R5 . 1SO 22174:2005,3.2.4]
3.52
PEE RS  reverse transcription primer;RT-primer
T W B SR B 51
[k ¥ . 1SO 22174:2005,3.3.5, A &4 ]
3.53
FI#IEE sequence database
CEYE B o) TR PP 51 A 50 5 A 3R W7 51 b R OG0 8 21 Il Y A 0 80
O R S A N R DIEE TR R A DGR A DI RE RS MR S E B HEA L,
i 2. A C R RBP4 0T LUE o HLERE AR A R A AR 2 T SRAT AT 2 K R 1Y DNALRNA s &
LB 51— B B AP Al 1 A 2B v
3.54
=181 stringency
J2 L F A A 2% 1 O R B S S M R SR S R K BLE R
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[ P8 . CLSI MMO1.2012,4.2, F 152 ]
3.55
BH#r DNA target DNA
FAVEY #4 () DNA J¥51,
[k PR . 1SO 22174.:2005,3.4.13]
3.56
HABIR{L  thermal cycler
247 PCR S it B2 G e FE 1Y 1 H Bl
[k . 1SO 22174:2005,3.4.20]
i ZFESR A 1SO 221742005 (19 SN/T 2102.1—2008 H %t bt A i 11 b “PRC X7,

4 IR UK SMS BT A IE TR

4.1 EAEM
411 FitFE

I F IR (AR SN2 Wi R 50 R 7 CEL 46 350 L 15 4 RPN Ud B 9 152 1T R0 I 2 7 38496 SC A 1 i
TERIE & i i e

BRI K0 20 A8 BT R T 22 3 i o g AR 4 BOE 7 220 A7 0 o) Rt o

1 BEHRUE R AT AR BRI R W B A I A I TR PR A 0 k3 B GE T A R R & B

BO B S5 RIE % 0 A ) 422 6] B0 % B, JRUR 85 BRI UL 6.1) o LA B R 18 T AN % 19 32 4 AR

BRI KA il AL S DL N

a) R WYY

b) 3T A AP AR R R A R

SR AR BRI SRR L T S e A 5 SR I A T I ) O 3 L e R L L AR E Y I LR R
£ L 34 A 4% SR 6 5 2 ) TR 2 o U R 6 VR

o WU I B R AR B AL

&) BRINTE RS A TN %

e) PRI IR S L AR T

D FH PRI R 0 fa B A 4 XU A

7 2. ISO 13485:2003 o1 7.3 ik T — Lmﬂwﬁétﬁﬂﬁﬁﬁﬁﬁﬁ@IVDﬁ%ﬂiﬁﬁfrﬂ,ﬁ\{wﬂéb}?ﬂi}\ﬁﬂﬁﬁﬁ%ﬂﬁ

A i

ISO 13485:2003 ™1 4.2.3 BYZERKE T 5 il 8 K 360 A8 7 A3 G 19 SCA At Si i 4 1l

SE 3. B I & RSO RE R RO SRR SE T TVD B ST 1 45 sk 50 7 10 T % B 0 B 9535 3

M3 GB/T 29791.1—2013.GB/T 29791.2-—2013 F1 GB/T 29791.3—2013 Y%Lk 4 B {H F i
B A5 2 A B VE . K00 T TR AR AR IR B B9 R R R i, DA R X S g 5 A S
{14 B R 07 A A U0 I Hon DA A

SR 2 bR R A ALk T R R LA R G B T A AR IR 0 R 0 A L SE I S M TR AR RS

ﬁwbﬁ%%% A, A G 06 R P A B A A TR R A A U
TN F N AE R FH 1 B v i ARG 6 4 SR B B T A B PR FH s
412 EFLBEXLHESEH

P 27 S 38 T S H A B A e o O DR A L DR STt AT S . S 36 3 A B A TR 97 IO 3 S 7E 6
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GB/T 22576.1—2018 " 4.3 1 4.13 I ERIE F T S0 Fc s A4

SR AL A B 5 AN A S v O A R S B A S X TR R R R AR U

SE . 1SO 15189 Fil iR T — il i JIT T 5 2 52 B0 58 AL (U 1 601 P45 69 36 TPk M2 0 A 50, 82 5 0 IR A5 T 2R 45

S it A 2846 A HL 28 0 DA 10 3 TR 1 1A SN2 BT KG: 56 R 114 5 2 2 86 L N 7E B R L8 i
HAPEREHEATIE, &M T GB/T 22576.1—2018 H1 5.5.1.2 A5 K,

X 22 BN A 56 3 AR O SR N S B I UE . & T GB/T 22576.1—2018 1 5.5.1.3 By E K,

4.2 WMAWE . ZHMEEEG

PR A B WS 3 i A it A 2R AR A T B BLE o3& T GB/T 29791.2—2013 B EEK,

i (O F R AR AN G2 5 A R A7 ) 4R R L CLST MM13-A2M* Al JCCLS MM5-A10%

LR I AR A SR A |33 i A A X AR A A% R £ WU 5 A0 BRI T AE R

TR ARAR SR BRAR AR R AR AT 52 VAR U AR A A B AR LR s R A% R 5 O BT i 7R AR i AR Ak T TR A
i TR USR8 A R A A R BR 3R R T R i

B2 7 5 o 28 0B B AS SR AR 3z i R A A 1 R AR by T I A AR i R AR T W B A N B

4.3 BHREBFIINIEE

PEBE H bR B 7 51 6 A o N 7 08 FH 8 B P R e

H 5 7 51 AR 48 B A5 802 9 S AR A% TR AT 45 0E

SR 1R 4 Bk TR DNA, # 3 ) 10156 % mRNA 838 rRNA 8 cDNA, ZE K 4 RNA, 5 41 % 16S rRNA 8§ 23S
rRNA,

JOF 15 05 FH 2 T R A% R 1 90 5080 e DA b e 910 55 Gt 2 1 22 1) 1Y [ Y5 B

I 2. [ B AL R T 90 R R 1 I B v LA O 43 T A ) 2 LR & (EMBL) # 1 IR 800E 2P L H A ) DNA
HOHE 2 (DDBD B 0 35 [ [ 5 A4 W B AR B0 19 Embanks™ 3% = AN 2 8145 K32 e BdlE

o HUA /NS 43 T 0 I 40 TR RO B R AT . A SR T S e 15 B 5 E

S 2 N A A AR I DL TR TR IR O, DARA GE S R R S e S = R AR T

AR Z i RS AN R LR BT B AR T 513 A FE T H An e G b RS 3 R 8 50 1Y TR PR DL 4R
AL 5 A7 AE T H bR AR 09 58 T B DA kAl .

B3 R 5 YR A M B> BARE S84 20 X 60 %6 B T AR AT R B8 A BRI IR 95 %0 i AT B 1k % B ZE > —Hk

Bl H bR P 50 1 T Bk

4.4 SI¥(FH5IMFTDHIERE

iii’%%l%f”ﬁﬂﬁ@if%f“ WA BE T TR A Gl e D A
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